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R ORHIG R, Gk EOM BN R, ZAUIBIER§ 2GRS
OMIM (on-line mendelian inheritance in man, http://www.ncbi.nlm.nih.gov/Omin/)
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(1) HLA
HLA 13 RA OBIZRK D 1/3 2o bEHiEEh Tib 2) ., HLA-DR p#§ 70 ~ 74 T HIZ QKRAA, QRRAA,
RRRAA D58 D7 /)] (shared epitope) 3) &FF D& RA DFRIEXNEL -7z, HB 0T allele % 2 DD
(%) WA B EIBHEN S TH 720 B TMER A TR FnESh Th5,
(2)H1vh1>
RA OWRBEI ST B AR EE R D SIAEME AL HDNIZ DL Y T4 — D (5 17 L BB 5920 A TS,
IL-1 (2q13). 1L-2 (4926-27). IFN y(12q24.1). TNF «(HLAM), TNF«RI (12p13). RI(1p36)
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R (Kb) 12 1 DIFAEL 0B, 5B ERED VAT S T IO — VDB NI A D~ A ray5754
FOVELUAFAE T B3B8 (A T DRI Z V(R Th A REME D m< e D Mt k&L T PCR A5, S GH AT IC
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(3) RERZMETFDHRER
HEN BEEEN | vronuss
g FN—TE i | 1 b | RHRETE (RO
i L The European Consortium 18 { HLA, 1p38—pter. 1031-32. 2p1 3-pier,
Comedis . e 2033-37, 3n13, 5g32-33, 6021-28. 12D
(1968) unRhEun'latuldArﬂ'ﬂtlE 97/114 300 i e s S
Familes (ECRAF) 28-23, 22011, Xg27) BITHLAE 3013
Shiozawa 5"
(1998) BEXE 41 358 3 (1p36, 8a23, Xn24-27)
)
m A Manchesterscd (@) | 200/152 1 (17a22)
Iawahear O MNorth Amercan B{ HLAS]qd43=44, ::q, 12p13,
(2001) Rheumatoid Arthritis 257/3M 3rs 16q24.1, 17022), X7
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1985 4F- Aaronson HiZkDe b diffuse B cell lymphoma HI2KED DNA 25 Eixh7-4>av—>, MW66KD, 478
TV, TaMA AT =D N K 497 73/ e’ 50 7 I/ RICEIREN TS AN T8 G 2\ BEE LY
% Guanine nucleotide exchange factor (GEF)WGMEAE §AZEAME SN MTY AT+ =3IV 7L DB E A
EEhB,
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MW20 ~ 25kD 75755 — D27 S B Al i oAU R M B 72 S F6 1T Bk 4 2t e A = e A =
BI5-L T3, GTP. GDP LRREMICK AL, £72 GTPase WilkEH 3%,

ZOWEIT GEF IZXD#fil#H%52175, Ras. Rho. Rab. Arf/Sar. Ran ® 5 D04 777U KAlEh3,
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BATEEEL . Ral (Ras 773)—) &5 LU GRIRIUE (749 8747) DIERAIE S . il R 227 S B 0
ZRF S T3,

Rac  : Racl \3MlfafEZ 7)) 07 FERBUE SRIRBUE DIZEIC#Z . Rac2 13 NADPH oxidase Z3GME(L 3%,
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THITEAE AL SN ORI EA S | X2 i REE RS T 10) .

5. ¥
BUEDEZA RA OFRIEZIEHE (R FIZBIL TS #1 k> TEE DX 28D L 728 D13 HLA PIAHZ I3 A0
1% TH%, Lo LHADEE TS 1. XRERD I 2 RA OINIED 1 2 H T REMELHD . 5 R OF%E
NS,

— (3¢ #k]

1) BEME BEKER FEEETFERT 2N ERES19:11, 1422-1430, 2001.

2) Deihton CM et al. The contribution of HLA to rheumatoid arthritis. Clin Genet 36: 178-182, 1989.

3) Gregersen PK et al. An approach to understanding the molecular genetics of susceptibility to rheumatoid arthritis. Arthritis Rheum 30:
1205-1213, 1987.

4) Cornelis F et al New susceptibility locus for rheumatoid arthritis suggested by a genome-wide linkage study. Proc Natl Acad Sci USA
95:10746-10750, 1998.

5) Shiozawa S et al. Identification of the gene loci that predispose to rheumatoid arthritis. Int Immunol 10(12): 1891-1 895, 1998.

6) Barton A et al. A novel RA susceptibility locus on chromosome 17 identified using syntenic mapping approaches. Arthritis Rheum
Suppl 43: 1225, 2000.

7) Jawaheer D et al. A genomewide screen in multiplex rheumatoid arthritis families suggests genetic overlap with other autoimmune
diseases. Am J Hum Genet 68(4): 927-936, 2001.

8)IEIRR— b [EMEEU I~ FEHRBIERET. VIV F41(4):763-772, 2001.

9) BREBELIT.GTPIEE 2 INVBED I T FIVREICH I BRE. EREF V) - X -2 T FHIVREDP bh 5. F 1 41,26-35, 2001.

10) Takano M et al. The female X-inactivation mosaic in SLE. Immunol Today 20, 152, 1999.




